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Exatype Mtb

Exatype Mtb supports the analysis of

Exatype Mtb features:

Reports resistance data for 15 anti-TB drugs as well as
the WHO drug-resistance profiles (e.g., MDR, XDR)

Various results and downloads available, e.g. lineage-
typing, consensus sequences, and mutation prevalences

Streamlined workflow: requires no expert training or
lengthy installation processes

High-throughput: scaled through parallel, cloud
processing; results ~1h (dependent on sample size)

Supports the analysis of both targeted and WGS (whole-
genome sequencing) data

Assay-agnostic & customisable to your assay needs;
compatible with Illlumina and lon Torrent platforms

Mycobacterium tuberculosis NGS data

Example results:

MTBC-strain genotyping,
coverage plot, and
lineage typing (left);

Mtb drug-susceptibility
report (below).

Name: Targeted-02 Analysis date: 2024-05-10 09:30 )
Product: Mtb (Targeted) Sample status: Completed
Sequencing platform: lllumina Exatype version: 24.8.1.2
Data structure: Paired-end Resistance algorithm: WHO Mtb Catalogue 2nd Ed v1.0.0
Assay: Mtb WHO drug resistance category*: MDR-TB
DRM prevalence cutoff: 10%
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At Hyrax Biosciences, we believe in taking the complexity out of
sequence data analysis. Our cloud-based NGS-analysis platform,
Exatype, combines scalable tech and unique algorithms to
deliver actionable results in a few simple steps.

Visit to sign up for an account and analyse your first samples for free.

Visit or contact us at to discuss how we can support your assay needs.


https://sars-cov-2.exatype.com/
https://hyraxbio.com/

